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Corrigendum Text: 
The catalase reaction has evolved in four phylogenetically unrelated enzyme classes: the mono-
functional or typical catalases, the bifunctional catalase–peroxidases, the nonhaem manganese-
containing catalases and the minor catalases (Maté et al., 2001; Nicholls et al., 2001). The largest 
and most extensively studied group are the monofunctional catalases, which can be subdivided 
into those with large (75–84 kDa) subunits containing haem d and those with small (55–69 kDa) 
subunits containing haem b. Haem-containing catalases are generally homotetramers having 
molecular masses ranging from ca. 220 to 330 kDa (Chelikani et al., 2004; Nicholls et al., 2001; 
Klotz & Loewen, 2003). Spectrophotometrically, haem b-containing enzymes have a characteristic 
Soret band at 406 nm and smaller absorbtion bands at 500, 540 and 622 nm. Haem d-containing 
enzymes exhibit an almost identical Soret band and three alternative absorption bands at 
590, 630 and 715 nm (Maj et al., 1998). The haem prosthetic groups in typical catalases are a 
non-covalently bound iron protoporphyrin IX (haem b) or an oxidized form of protoporphyrin IX 
(haem d) (Maté et al., 2001). A haem d group is found in the active sites of Penicillium vitale 
catalase (PVC) and Hydroperoxidase II (HPII) from E. coli. It is a cis-hydroxy -spirolactone that 
is rotated 180 degrees about the axis defi ned by the --meso carbon atoms, when compared with 
the orientation found for haem b in bovine liver catalase (Figure 1) (Murshudov et al., 1996).
Figure 1. Structures of haem b and haem d
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